Solving the set cover problem and the problem of exact cover by 3-sets in the Adleman-Lipton model.
Adleman wrote the first paper in which it is shown that deoxyribonucleic acid (DNA) strands could be employed towards calculating solutions to an instance of the NP-complete Hamiltonian path problem (HPP). Lipton also demonstrated that Adleman's techniques could be used to solve the NP-complete satisfiability (SAT) problem (the first NP-complete problem). In this paper, it is proved how the DNA operations presented by Adleman and Lipton can be used for developing DNA algorithms to resolving the set cover problem and the problem of exact cover by 3-sets.